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Summary
Evotec Is a recognised leader in pharmaceutical research and offers a comprehensive range of capabilities to support drug design, discovery and development. High quality protein for

biochemical assay and structural biology studies is essential for any drug discovery project. A challenging target may require multiple optimisation rounds to obtain soluble, pure and
active protein. Here we present diverse methodologies to overcome those challenges through construct design, vector and host selection. We also present the rigorous control methods

necessary to ensure the high quality of protein produced for a variety of applications.
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QC extendable to comprehensive biophysics platform and complex assays
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